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The 9" Solanaceae Conference "From the Bench to Innovative Applications” will be held at the
University of Neuchatel from August 26" to 30", 2012.

This year, the national organizing committee has managed to organize 16 scientific sessions chaired by
expert scientists in the field of solanaceae plants. Sessions include biodiversity, Ecology to Genetic of
Solanaceae. Parallel sessions are organized on different solanaceae species for more specific scientific
discussions; moreover a coffee session is back at the SOL meeting. Details are available on the conference
website www.sol2012.ch. Pr. Barrett from the University of Toronto, Canada and Dr. Zamir from the The
Hebrew University of Jerusalem, Israel will give keynote lectures. We hope this program will give full
satisfaction to the participating delegates. A special rate for student registration fees was arranged to
encourage young scientists to attend this meeting. Moreover, a few travel grants will be available to help
cover travel costs for PhD students.

Above the scientific program, we also dedicate some time to visit Neuchatel surroundings with an
excursion at the “Creux du Van”, a typical mountain site with a tremendous view on the Swiss Alps. If you
are more attracted by a typical Swiss industry, a visit to the watch museum will be organized. Neuchatel is
a city that is 1000 years old with very nice spots like the castle and its medieval church. A tour of the city
will be organized in order to enjoy the history of Neuchatel. The registration also includes a welcome apéro
and a final banquet as well as the lunches and coffee breaks.

We are looking forward to welcome you in Neuchéatel for the SOL 2012.

Release of a Draft Genome Sequence for Nicotiana benthamiana
Contributed by Greg Martin
The Boyce Thompson Institute

Scientists at the Boyce Thompson Institute for Plant Research (BTI) have released a draft sequence of
the Nicotiana benthamiana genome which is accessible through the SGN BLAST tool and can be
downloaded from an ftp site (see: http://solgenomics.net/). The project was funded by BTI and National
Science Foundation grants 10S-1025642 and 10S-0343327.

N. benthamiana is a widely used model for plant-microbe biology and other research applications. It is
particularly useful because it is related to tomato and potato and is amenable to virus-induced gene
silencing (VIGS) which facilitates the efficient functional study of plant genes.

The draft sequence of N. benthamiana will allow better design of constructs for virus-induced gene-
silencing (VIGS) in order to reduce the possibility of 'off-target' gene silencing. The sequence will also be
useful for identifying orthologs of tomato and potato genes, for comparative genomics with other
Solanaceae species, and for the retrieval of promoter sequences.




